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pDG2: 

GTTAACTACGTCAGGTGGCACTTTTC& 

TGTATCCGCTCATGAGACAArAACC^^ 

eXjlGTOGCOCyTATTOCCTTTTT^ 

TGCTCAAGATCaGTTGGGTGC^^ 

COGAAGAAOSTTCTCX^^ 

GAGCAACTCGGTCGCCGCATACACTAT^ 

TGGC^TGACAGTAAGAGAATTATGCMTGC^^ 

TCGGAGGACCGAAGGAGCTAACCGCTTTTTTGC^^ 

CTGAATGAAGCCATACCAAAC^^ 

TGGCGAACTACTTACTCTAGCTTCCOG^ 

GCTCXSGCCCTTCCGGCTGGCTGGTTTAT^ 

CTGGGGCCAGATGGTAAGCCCTCCOGTATCGTAOT 

ACAGATOGCTGAGATAGGTCCCTCACTGAT^ 

ATTTACCCOSGTTGATAATCAGAA^^ 

yrTTGTTAAAATTCGOSTTAAA^ 

AAATCAAAAGAATAGCCCGAGATAGGGT^^ 

CAAOGTCAAAGGGCG&AAAACCGTC^^ 

CGAGGTGCCGTAAAGCACTAAATCGGAACCCT^ 

GAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGC^AGGGO 

CCCGCCGCGCTTAATGCGCCGCT^^ 

TCCCTTAACGTGASTTTTCGT^ 

CTmSCXn^TCTGCTGCTTGCAAAC^ 

TCTTTTTCCGAAGGTAACTGGCTT^ 

ACTTCAAGAACTCTGrrASCACCGCCT 

TCGTGTCTTACCGGGTTGGACTrcAAGAC 

AOV3CCCAGCTTGGAGa3AAC^ 

AAGGGAGAAAGGCGGACAGGTATCCXOTAAGOGGCAGGG 

GCCTGGTfATCTTTAIASTCCTGTCGGGTTTOGCCA^ 

GAGCCTATCGAAMACGCCAGCAACGCGGCCT^ 

AGTTAGCTCACTCATTAGGCAOOOCAGGCTT^^ 

ACAATTTCACACAGGAAACAGCTATGACCA^ 

Mtgtgctcctcttt^gcttgcttCOGOGGgcraag^ 

AGCGGCGCGCCGAATTCCTGCAGGATC 

CAGTCTGGAGCATGCGCTTTAGCA)^^ 

TCCACXX3GTAGOGCCAACCGGCnX^3GrTCrTTC 

coxx^gccccgcagctcgcgt^ 
(ksctgggaaggggtgxsgtccgggggcgg^ 

actgg^^ 

TTGCGCAGCTGTGCTCGACGTTGT^ 

TGTGATCrc^ACCTTGCTCCTGCCG^ 

ACCTGCCCATTO^CCACCAAGCGAAACATCX^ 

TGATCT3GACGAAGAGCATCAGGG 

ATCTCGTCGTGACCCATGG(XATGCCTGCTTGCOG 

TACCCGTGATATTGCTGAAGAGCTTGGCGGC^^ 

MCGAGT 

TCITCTGAGGGGATOGATCCGTCCTGTAAGT^ 

AftSTTTTTCCTGTCATACITTG^ 

GTGGGGGTGGGGTGGGATTAGATAAATGCXTI^^ 

TTCGATATCATAATTTAAACAAQCAAAROCftAIOTA 

TCTCTCGTGGGATCATTGTTTTTC^ 

TAGCCTGAAGAACGAGATCAGCAGCCTCT^^ 

CftGAAGCTGACTCTAGATCTGGAT^^ 

tccgttGAGCTCgac^acacaggacacgcaaaTTAAT^^ 

TATTACGGACTGGCCGTCGTTTTACAACGTCGT^ 

TCXXXXnrrTOSCCAGCTGGOGTAATAGO^ 

AATGGCGCTTCGCTTCGTAATAAAGCCCGCTTCX 



^3 



pDG4: 

ACGOCXTftntSCT^^ 

GGnTScrcacoGSATnccAActtCK^^ 

OCfiCC7ACGGC»AGC?<»^^ 



CTG?tfXTAC)c^xxrrxftcrGcncftGCo^ 

ACGCTnOCTOC3U3GaSOGCAOCATCTTCrrCftA^ 
ACftCCCICGTGAACCSeATCG^^ 

AOU^CCACTACCTe^X^ 

CnxayXXOKXX^^TCACTCrOGGCAT^^ 

(^AfOaSCX^fiCCACATTtCTAg^ 

AMTay^o^TrcrrGTixnTAAc^ 

GtrTGGCAClTTraKSOS^TCTGaSOGGW 
GflGAgArAROOCTC^TAAAJGCrTCAATMTA 

TOCAAS^ 

GOCGC*IACRCTATI\:i^ 

AGAGAAXTATGCAGTGCr«XyX?^^ 

GGAGCTAAOCGCITrrTIGCACAACATCGGG^^ 

TftCC^SACGAJCGAGOGTGACACCRa^ 

ACTCTaKTTCOCGGCAACAAT^^ 

C ^ Tt^remATTGCTGATAMTC^^ 

CTAAGCCCTCCCGTATanTV!^^ 

ATA(3nGCCTCftCTGATTA*^^ 

GATAWCAGAAAAGCXXOAAAA^ 

CCOSTTAAA rrTTTCt lA AATCMXTTOVnTTTIAACCAATAGQCCSAA^ 
AGTO3AGATAGO»rrGft 6XUn^ ^ 
OQ\AAAACCGTCTATOyKGCGATOGOCC^ 
AOCACTAAATCGGAACCCTAAAG^^ 

ATCCSCOSCT AOUSQG OQOCTA^ AAGG^^ 
CXTTIOGTlCCftCIGAGCtJICAGftOOOOGtA^ 

ei c r mtooG Mc 



GTA Aa U»Ul U «X3«atg)^^ 

TGTAGCACCGCCrACfiTACXn^ 

CCTTGCACTCAAGAasaiAGrr^^ 

(aGCGAAOGAQCTACAQOGAACTGAGWA^ 

GCAQ/^ATOCQCTAAQCOGCAQG^ 

ATfttnOCIGIQGU^r i T U/ JUXCCI^^ - jlW lt/JlU; Xe A GGGOSGCGGRGO CTATO GAaA 

AAaxc^GCAAOGCGGcc^r^^xAa^^ 

ATTAGGCACaXAGGCTTTAOKTm 

GGftAACftGCFATGACCAIGATTAQSCCAAGCT^ . 

cxa<7TTG^3GTC?AQCTTCCCGGGACCCCrGCT 

rrcrAcas^A3oot»cxjcccrmcccA^^ 

tX3XraAGCftgOCCC GCT G^^ 



TGSAASOSGGTAStXX/mUrfJO ^ C^ 



GOCArgGAACAAGATaS R rTGCACG^ ^ 

CTQ^ AT o y ^rn^crn^ A TGc^ ^ 
cio ^^ Ti\»i CA CT(aMgQCT 

AOOCCAAGCGAMCRICOOT 

TGGCGGACCGCTATCAGGftCATAGCGTTO^ 

CTOjTOCTlTACreT A TOa^^ 

TOGATCCGTCCTGrAAGrCItSCSGAAATTGATGAICT 

CATACTITCTTAAGftAGgnrev^^ 

g»OTA(^TAAATOCCt ^ l C m' A C^^ 

TTTAAACAKXAftAAOCAftATTAAOG^^ 

GAGRTCftfiCAGanCTGTTOCACAT^^ 
TAGATCTG(3ATCCGGCCASCrAOGCOGT0GA^ 
fc<^acacaggacacgcaAArrAATTAAOGCa^ 
CCGTOTTTTACAAOtnXEra^^ 
A G CTO X CT A ATAGOCaAGACGCX^^ 
TTGGTAATA 
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5' tgtgctcctctttggcttgcttccaa. . . 3' 
3 ' acacgaggagaaaccgaacgaaggtt. . . 5 • 


5* tgtgctcctctttggcttgcttccaa... 3' 
3' tt... 5' 


2 


5' ctggttcttgtctggcttggcccaa. . . 3' 
3 ' gaccaagaacagaccgaaccgggtt. . . 5' 


5' ctggttcttgtctggcttggcccaa. . . 3' 
3* tt... 5' 


3 


5* ggtcctcgctctgtgtccgttgaa. . • 3' 
3 ' ccaggagcgagacacaggcaactt . . . 5 ' 


5' ggtcctcgctctgtgtccgttgaa... 3' 
3' tt... 5' 


4 


5' tttgcgtgtcctgtgt^gtcgaa. . . 3' 
3' aaacgcacaggacacagcagctt... 5' 


5' . tttgcgtgtcctgtgtcgtcgaa. . . 3' 
3' tt... 5' 
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H;-^-^ s ? sequence : ><^-^ > _~ 




1 


5' AAtgtgctcctctttggcttgcttCCGC 3' 
3' Ttacacgaggagaaaccgaacaaagg 5' 


5' AA 3/ 
3' Ttacacgaggagaaaccgaaccraacrg 


2 


5' AActggttcttgtctggcttggcCCGC 3' 
3' Ttgaccaagaacagaccg^accacrg 5' 


5' AA V 
3' Ttgaccaagaacagaccgaaccaacr S f 


3 


5' AAggtcctcgctctgtgtccgttGAGCT 3' 
3' Ttccagcraqccragacacaggcaac 5 ' 


5' AA ^ 
3' Ttccaggagcgagacacaggcaac 5 _ 


4 


5' AAtttgcgtgtcctgtgtcgtcGAGCT 3' 
3' Ttaaacgcacaggacacagcagc 5' 


5' AA 3' 
3' Ttaaacgcacaggacacagcaac 5'. 
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174 
180 


ATGACCGCTCAGGAAACCTGTTGCA 
ATAGGCATAGTAGGCCAGCTTGAGG 




AC/ 

463 


tgtgctcctctttggcttgcttccAATTAACCCTCACTAAAGGGAACGAAT 
c t gg 1 1 c 1 1 g t c t ggc 1 1 ggcccaaTGCAACAGGTTTCCTGAGCGGTCAT 




A C A 

42 


ggtcctcgctctgtgtccgttgaaCCTCAAGCTGGCCTACTATGCCTAT 
"t 1 1 gcgtgt c c tgtgt cgt cgaaCGACTAATACGACTCACTATAGGGCG 




151 
155 


GCCAATGGACTCTTAGTTTTGGAAC 
GTTCTGGCAAACAAATTCGGCGCAC 




/t C A 

465 


t g t gc t c c t c 1 1 1 ggc 1 1 gc 1 1 ccAATTAACCCTCACTAAAGGGAACGAAT 
ctggttcttgtctggcttggcccaaGTTCCAAAACTAAGAGTCCATTGGC 




466 


ggtcctcgctctgtgtccgtt gaaGTGCGCCGAATTTGTTTGCCAGAAC 


.jjssr. 


1 
2 


GAACCTTGGTGTGCCAAGTTACTTC 
GAACTTTGGCTGAACCCCTTGTTCT 


rr. 


41 
38 


tgtgctcctctttggcttgcgttgaaCGACTAATACGACTCACTATAGGGCG 
c tggt t c t tgt c t ggc t tggcccaaGAAGTAACTTGGCACACCAAGGTTC 


u i 

i! y 


40 
37 


gg t c c t eg etc tgtgt c cgt t gaAGAACAAGGGGTTCAGCCAAAGTTC 
1 1 1 gcgtgt c c t g tg t eg t cgAATTAACCCTCACTAAAGGGAACGAAT 


fl 
til 


540 
546 


ATGCCGGATCTCCTACTACTGGGCC 
TGTCATAGTAGACAGCGATGGAACG 




445 
667 


GACAAGAACCAGTTGACGTCAAGCTTCCCGGGACGCGTGCTAGCGGCGCGCCG 
c tggt t c 1 1 g t c t ggc t tggc ccaaGGCCCAGTAGTAGGAGATCCGGCAT 


in ii 


668 


ggtcctcgctctgtgtccgttgaaCGTTCCATCGCTGTCTACTATGACA 




907 
908 


c t ggt t c 1 1 gt c t ggc 1 1 ggc ccaaAAAGCCGACAGCCACGCTCACAAGC 
ggtcctcgctctgtgtccgttgaaGCCCAATGCCACAGAGACAGAATGT 




1157 
1158 


c t ggt t c t tgt c tggc t tggcccaaGTTGGATCCTCTCCAAGGCCCCATCT 
ggtcctcgctctgtgtccgt t gaaCTCCAGTGCCGAGTGTGTGGGGACAG 
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